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SUMMARY

The inflammatory bowel diseases are complex, idiopathic disorders
whose pathogenesis is beginning to be understood largely due to the
generation and investigation of many experimental models over the past
decade. In most of these models, the enteric microbial bacteria are
obligatory for disease expression, and in most, CD4+ T-cells are the ef-
fector cells mediating chronic intestinal inflammation. Thus these disor-
ders appear to represent disorders of host - microbial interactions in the
intestine. One model, C3H/HeJBir mice that are a high susceptibility
phenotype for spontaneous colitis, has been particularly informative re-
garding the ‘bacterial connection’ to IBD. C3H/HeJBir T-cells are
highly reactive to enteric bacterial antigens, and such Th1 cells can me-
diate disease upon transfer to immunodeficient SCID recipients. Sera
from C3H/HeJBir mice has been used to identify and clone 60 antigens
that stimulate their pathogenic T-cells and B-cells. The adaptive re-
sponse to the microbiota is thus highly selective, even in the setting of
chronic intestinal inflammation. Interestingly enteric bacterial flagellins
comprised the major group of these antigens, and about half of patients
with Crohn’s disease have IgG antibodies to them as well. There are
emerging data from both experimental models and humans that the in-
nate immune system plays a major role in the host interaction with the
microbiota and that defects in innate immune cells, such as epithelial
cells, dendritic cells, and macrophages, direct and shape the abnormal T-
cell and B-cell immune responses to enteric microbial antigens that re-
sult in IBD.

INTRODUCTION

The term "inflammatory bowel dis-
eases (IBD)" comprise two idiopathic
chronic inflammatory diseases of the
intestine, ulcerative colitis and Crohn's
disease. Similar to other chronic in-
flammatory and autoimmune conditions,
IBD appears to involve complex interac-
tions among environmental, immune, and
genetic factors. Over the past decade

many new experimental models of
chronic intestinal inflammation have
been developed that are providing in-
sights into the pathogenesis of these
disorders (Table 1). Many of these
models have resulted from either dele-
tion of a gene or to insertion a gene into
a mouse to generate an “induced
mutant” strain. Hundreds of immu-
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Table 1: Selected experimental models of inflammatory bowel disease. 
——————————————————————————————————————— 
Excess T-cell effector Deficient T-cell Defective innate Spontaneous
function regulation immune response 
——————————————————————————————————————— 
STAT4 Tg 
IL-7 transgenic
TNF-α "knock-in" 

CD45RBhi transfer 
IL-10-/-

IL-10Rß-/-

CD40L transgenic Macrophage-PMN
STAT3-/-

IL-2-/-

IL-2Ra-/-

BM-->Tge26
TGFß-/-

TCRa-/-

mdr1a-/- C3H/HeJBir
Keratin-8-/- SAMP1/Yit ileitis 
Gai1-/-

Conditional STAT3-/-

NF-κB p65+/- p50-/-

A20-/-

———————————————————————————————————————
 

nologic genes have been selectively de-
leted or transgenically over-expressed in
mice. A small subset of these induced 
mutants have developed IBD in the ab-
sence of further manipulation. Acom-
mon feature in these induced mutant 
mice that develop colitis has been that
the normal intestinal microbiota is the 
stimulus driving the inflammatory dis-
ease and that CD4+ T-cells are the ef-
fector cell mediating disease in most of
them (for review see: Elson and Weaver,
2003). These experimental models have
provided strong support for the immu-
nologic hypothesis that IBD is due to a
dysregulated mucosal immune (CD4+)
T-cell response to enteric bacterial anti-
gens in a genetically susceptible host.

The intestine is the major interface
between the host and the external envi-
ronment. There have been major ad-
vances in revealing the mechanisms by
which pathogens interact with the im-
mune system, but little is known about
how commensal bacteria in the intestine 
interact with the host and how the host 
response to them is regulated. It is clear
that the microbiota has profound effects
on the intestine and on the host. Such 
effects were highlighted by a recent 
study in which germfree mice were 
mono-colonised with Bacteroides 
thetaiotaomicron, a commensal that re-

sides in the gut lumen and does not ap-
proach the epithelium itself. Such colo-
nisation resulted in dramatic changes in
gene expression in the epithelium and in
the lamina propria. The concept is
emerging that there is a circuit of inter-
actions among the microbiota, the epi-
thelium, and the immune system in the
intestine, and that the communication
continues throughout life. Moreover,
abnormalities of this circuit can result in 
chronic intestinal inflammation. 

One of the barriers to investigation of
the interaction of the host with the mi-
crobiota is the latter’s sheer complexity,
comprising an estimated 500-1000 spe-
cies. The aggregate number of genes
associated with the microbiota, the “mi-
crobiome”, has been estimated at 2-4
million genes (Xu et al., 2003). The mi-
crobiota has profound effects on the de-
velopment of the intestine, including the
epithelial layer (Hooper and Gordon,
2001; Hooper et al., 2001), the mucosal
immune system (Cebra, 1999), and the
enteric nervous system. In regard to the
mucosal immune system, certain strains
such as segmented filamentous bacteria
are highly stimulatory and others are not
(Klaasen et al., 1993; Umesaki et al.,
1995). The reasons for these differences
are presently unknown. One concept is
that microbes that are resident in the 
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mucus layer are more stimulatory to the
immune system, but data supporting this
idea are lacking. Clearly bacteria that
reside only in the lumen can have pro-
found effects on the intestine, particu-
larly on epithelial cells (Hooper et al.,
2001). Information about the effects of
the anaerobic microbiota is particularly
lacking because of the difficulty in cul-
turing them; yet these are the majority of
the intestinal flora. 

The molecular basis of the immune 
recognition of microbes is being defined
(Janeway and Medzhitov, 2002). Innate
immune and other cells have on their cell 
surface a set of receptors that recognise
microbial products. These receptors are
called pattern recognition receptors
(PRR) in that they bind to and are trig-
gered by selected microbial structures
that form a molecular pattern (Underhill 
and Ozinsky, 2002). These microbial
structures have been termed “pathogen-
associated molecular patterns”
(PAMPs) but the same molecular pat-
terns are present on non-pathogenic
commensal bacteria. The best studied of 
these PRRs is the Toll-like receptor
(TLR) family which is comprised of at
least 10 members (Akira and Hemmi,
2003). PRR are of ancient origin and 

appear to be conserved in insects, plants,
and animals. The molecular patterns that
they discern include lipopolysaccharide,
bacterial DNA, bacterial peptidoglycan,
flagellins, etc. Different TLRs can distin-
guish among different types of bacteria,
for example TLR2 responds to Gram-
positive bacterial ligands, whereas TLR4
responds mainly to endotoxin of Gram-
negative bacteria (Takeuchi et al., 1999; 
Yoshimura et al., 1999; Hirschfeld et al., 
2001; Re and Strominger, 2001). The 
TLRs are clearly important in host 
defence against pathogens but are also
likely crucial in the host interaction with
the intestinal microbiota (Cario and 
Podolsky, 2000; Cario et al., 2000; 
Ortega-Cava et al., 2003). NOD1/
CARD4 and NOD2/ CARD15 are in-
tracytoplasmic PRRs that bind to the
muramyl dipeptide component of bacte-
rial peptidoglycan (Girardin et al., 2003; 
Inohara et al., 2003). When PRRs bind
their ligand, they activate the NF-κB 
signalling pathway, which, in turn, acti-
vates many immune system genes. For
most of the TLR family an important
adapter protein, MyD88, is required for
initiation of the signalling cascade 
through IRAK-1 (Barton and Medzhi-
tov, 2003). 

C3H/HeJBir AS MODEL SYSTEM TO STUDY INNATE AND

ADAPTIVE IMMUNE RESPONSE TO THE MICROBIOTA
 

An experimental model that has pro-
vided insight into the host interaction
with the microbiota is the C3H/ HeJBir 
mouse, a sub-strain of the common 
C3H/HeJ strain. The C3H/ HeJBir 
mouse was generated by a program of
selective breeding for peri-anal ulcera-
tion and soft faeces (diarrhoea) that was
observed sporadically in C3H/ HeJ mice
due to focal chronic inflammation in the 
caecum and right colon. These lesions
developed by 2-4 weeks of age, coincid-
ing with bacterial colonisation, and
largely resolved by 8-12 weeks of age 

(Sundberg et al., 1994).
Analysis of immune cells and func-

tion in colitic C3H/HeJBir mice vs. the
parental C3H/HeJ strain has revealed
few differences between the two strains. 
Both strains have mutations in TLR4 
rendering them unresponsive to the 
effects of bacterial endotoxin. The major
difference is that the C3H/ HeJBir sub-
strain has increased levels of S-IgA in
the intestine, high levels of serum IgG
antibodies to commensal bacterial anti-
gens, and increased T cell responses to
intestinal microbial antigens. 
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B-cell response to microbiota
C3H/HeJBir mice do not respond to

food or epithelial cell antigens, but have
high titre IgG antibodies, mainly IgG2a,
to antigens of the commensal bacterial
flora (Brandwein et al., 1997). Serum
from control C3H/HeJ mice has no 
reactivity to the enteric bacteria under the
same conditions. A striking feature of
the C3H/HeJBir serum antibody
reactivity to the flora is that it is highly
selective: Only a very small subset of
antigens of the enteric bacterial flora is
detected out of the thousands of bacterial 
proteins that are present. Trypsin
treatment of the microbial preparation
abolishes reactivity indicating that these 
are proteins or glycoproteins. The
pattern of bands on Western blots was
highly reproducible within different 
cohorts of C3H/HeJBir mice. When
specific species of enteric bacteria were
tested by Western analysis, there was no
relationship between the relative 
abundance of a bacterial species and the
number of bands detected. Quantitative
analysis of antibody reactivity against E. 
c o l i  outer membrane antigens
demonstrated more than a 100,000-fold
increase in reactivity in C3H/HeJBir 
serum IgG compared to C3H/HeJ.
These data are consistent with an 
abnormal B-cell adaptive immune 
response to antigens of the enteric 
bacterial flora in the C3H/ HeJBir strain.
The timing of the appearance of
antibody relative to the development of
caecal or colon lesions was not 
consistent with these antibodies playing
a pathogenic role, however they did
identify the antigens stimulating the
pathogenic adaptive response (Brand-
wein et al., 1997). 

T-cell response to microbiota
C3H/HeJBir CD4+ T-cells failed also 

to respond to food or epithelial antigens
but did respond vigorously to antigens
of the commensal bacteria with both 
proliferation and cytokine production. 

The kinetics of the response was typical
of an antigen-specific rather than a 
mitogenic or super-antigen response.
The precursor frequency of bacterial-
reactive, IL-2 producing CD4+ T-cells 
was 1:2000 in C3H/HeJBir mice 
compared to 1:25,000 in normal C3H/
HeJ mice. Bacterial-reactive CD4+ T-
cells were detectable by 4 weeks of age
in C3H/HeJBir mice, concomitant with
the age of onset of disease. The cytokine
pattern of these CD4+ T-cells, mainly IL-
2 and IFN-γ, was consistent with a Th1
subset response to the enteric bacterial
antigens (Cong et al., 1998). 

Transfer of disease by CD4+ T-cells 
To determine the pathogenic potential

of these bacterial-reactive C3H/ HeJBir
T-cells, adoptive transfer experiments
were done. C3H/HeJBir CD4+ T-cells 
were activated with commensal antigen-
pulsed APCs for 4 days in vitro, then
adoptively transferred into histocompati-
ble C3H/HeSnJ Prkdcscid/Prkdcscid 

(SCID) recipients. The SCID mice de-
veloped a focal colitis over the ensuing 2
months, lesions similar to that observed
in the C3H/ HeJBir donor. Adoptive
transfer of bacterial antigen-activated
control C3H/HeJ CD4+ T-cells, or of 
anti-CD3-activated C3H/HeJBir CD4+ 

T-cells did not result in colitis in the 
SCID recipients, indicating that non-
specific activation was insufficient. This
was the first formal demonstration that 
CD4+ T-cells reactive with conventional 
antigens of the commensal bacterial flora
can mediate chronic inflammatory bowel
disease. 

A series of CD4+ T-cell lines reactive 
with commensal bacterial antigens was
derived subsequently from C3H/ HeJBir
(Bir) mice by repeated cycles of 
stimulation with antigen-pulsed APCs
followed by intervals of rest. All of these
CD4+ T-cell lines produce mainly Th1-
type cytokines when re-stimulated in 
vitro and all are pauciclonal based on
analysis of the TCRßV repertoire util-
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ised. Most of these memory T-cell lines
induced focal colitis uniformly after
transfer to SCID recipients with in-
creased levels of IL-12p40 and IFN-γ 
mRNA and protein detected in the le-
sions. Administration of anti-CD40L to 
SCID recipients of pathogenic Bir CD4
T-cell lines blocked the development of
colitis. Thus interactions between 
CD40L on pathogenic CD4+ T-cells 
with CD40 on mucosal APCs endoge-
nously loaded with commensal bacterial
antigens is critical for a sustained 
increase in IL-12 and thus progression
to colitis (Cong et al., 2000). 

Tr1 regulation of pathogenic bacte-
rially-reactive T-cells in vivo 

The above studies on T-cell reactivity
to commensal antigens in C3H/ HeJBir
mice, including the derivation of the
long-term cell lines, utilised mice 10-12
weeks old that no longer had any evi-
dence of gut inflammation. The presence
of pathogenic CD4+ T-cells in the ab-
sence of lesions implied that regulatory
T-cells might be preventing the expres-
sion of pathogenic T-cell function in 
vivo. This would be compatible with re-
sults in other model systems such as the
CD4+ CD45RBhigh T-cells adoptive
transfer system in which regulatory T-
cells can prevent the effects of poten-
tially pathogenic T-cells in vivo, at least 
in part by production of IL-10 (Groux et 
al., 1997; Asseman et al., 1999).

We asked whether T regulatory cells
could be detected in adult C3H/HeJBir
mice, and if so what were their proper-
ties. A C3H/HeJBir CD4+ T-cell line,
named Bir 8, was generated in the pres-
ence of IL-10 (Cong et al., 2002). The
Bir 8 line produced high levels of IL-10, 

low levels of IL-4 and IFN-γ, and no IL-
2, consistent with the phenotype of Tr1
cells (Groux et al., 1997). The Tr1 cells
proliferated poorly to caecal bacterial
antigen (CBA) stimulation compared to
Th1 or Th2 lines with similar specificity,
but proliferation of all three types was
dependent on CD28-B7 interactions and 
was MHC class II restricted. CD40 
blockade did not change IL-10 produc-
tion significantly. Transfer of Bir 8/Tr1
cells into SCID mice did not result in 
colitis, although transfer of a pathogenic
CBA-reactive CD4+ Th1 cell line did 
induce colitis. Co-transfer of Bir 8/Tr1
cells with pathogenic CD4+ Th1 cells 
prevented such colitis. Bir 8/Tr1 cells
also inhibited the proliferation and IFN-
γ production of a CBA-specific Th1 cell
line in vitro. Addition of anti-IL-10 or 
anti-IL-10R mAb partially reversed this
inhibition. Thus, CBA reactive Tr1 CD4+ 

T-cells can be generated from 
C3H/HeJBir mice. These Tr1 cells 
inhibited pathogenic Th1 cells in vivo 
and in vitro. CD4+ T-cells were isolated 
from the lamina propria of normal 
C3H/HeJ mice had properties of Tr1
cells, producing IL-10 only. These 
lamina propria CD4+ T-cells inhibited a 
pathogenic Th1 cell line in the presence
of CBA-pulsed APC, but not in the 
presence of anti-CD3 mAb, indicating
the inhibition was CBA specific. Addi-
tion of anti-IL-10 or anti-IL-10R mAb 
partially reversed the inhibition. Thus,
enteric bacterial antigen-specific T-cells
with activity similar to Tr1 cells are 
present in the murine lamina propria, and
can inhibit pathogenic CD4+ T-cells, at
least partially through production of
high amounts of IL-10. 

IDENTIFICATION OF THE ANTIGENS STIMULATING
 
PATHOGENIC ADAPTIVE IMMUNE RESPONSES
 

A major limitation to progress has identity of the microbial products
been the lack of information on the stimulating pathogenic T-cells and B-
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cells. We have recently resolved this
problem using serologic expression
cloning. This strategy was based on our
earlier observations that C3H/HeJBir
mice develop IgG2a (Th1 dependent)
antibodies to a limited, but reproducible
set of bacterial protein antigens (Brand-
wein et al., 1997). Serum from C3H/
HeJBir mice was used to probe a caecal
bacterial DNA phage lambda library. A
small number of immunodominant anti-
gens was identified, cloned and se-
quenced. Unexpectedly, the major class
of antigen was commensal bacterial 
flagellins, representing 25% of the 56
proteins cloned (Lodes et al., 2004).
Two of these flagellins, CBir1 and FlaX,
were studied in detail. Serum IgG anti-
flagellin was identified in three different
mouse models and in roughly half of
patients with Crohn’s disease, but not in
patients with ulcerative colitis or in nor-
mal controls. CBir1 flagellin stimulated
pathogenic Th1 cells in two mouse 
models and CBir1-reactive Th1 cells 
were able to induce colitis upon transfer
to SCID recipients. Subsequently a 
similar serologic expression cloning has
been done using serum antibodies from
mdr1a-/- mice (unpublished data), and
again, 25% of the antigens identified
were bacterial flagellins. These data are
consistent with the hypothesis that there
is a limited set of immunodominant an-
tigens in the microbial flora that activate
pathogenic effector T cells and thus in-

duce IBD. Some of these antigens may
be peculiar to one strain or model, but
others such as the flagellins appear to
cross both strains and species.

Flagellins are bacterial proteins that
assemble in long polymers to form the
bacterial flagellum (Samatey et al.,
2001). Flagellins have conserved amino
and carboxy domains which are con-
nected by a hypervariable region of vari-
able length (Eaves-Pyles et al., 2001a).
The conserved amino and carboxy do-
main form the polymerisation site that is
necessary for bacterial motility (Smith et 
al., 2003). The amino and carboxy do-
mains are sufficiently conserved as to 
allow phylogeny trees to be developed
showing relatedness of different bacteria
(Winstanley and Morgan, 1997). Flag-
ellins are strong antigens and the im-
mune responses to them are protective in
certain intestinal infections such as with 
Salmonella (McSorley et al., 2000).
Flagellins are the ligand for TLR5 (Ha-
yashi et al., 2001) and have potent ef-
fects on the host, including a sepsis-like
syndrome (Eaves-Pyles et al., 2001b).
Because of their potent effects on innate
immune cells they can serve as adjuvants
for other antigens (das Gracas Luna et 
al., 2000; McSorley et al., 2002). Thus
flagellins have both adjuvant activity and
are strong immunogens, properties that
might account for their strong represen-
tation in the expression cloning. 

INNATE IMMUNE INTERACTIONS WITH THE MICROBIOTA
 
SHAPE THE ADAPTIVE IMMUNE RESPONSE
 

The innate immune system appears to
play a major, if not predominant, role in
host interaction with the microbiota. For 
example, mice that have innate immunity
but lack T-cells and B-cells such as 
SCID or RAG-/- mice are able to live in 
harmony with the commensal flora. 
MacPherson and colleagues have identi-
fied a T-cell-independent pathway 

stimulating S-IgA responses to com-
mensal bacteria that involves direct inter-
actions between bacteria bearing den-
dritic cells and mucosal B-cells 
(Macpherson et al., 2000; Macpherson
and Uhr, 2004). The latter interaction
does not stimulate serum IgG or spleen
T cell responses. We have completed a
study of the immune response to 20 re-
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Figure 1: A schematic representation of the cells, cytokines and other factors that maintain nor-
mal intestinal homeostasis in the face of the huge challenge of the microbial flora. Genes impor-
tant in maintaining homeostasis in the innate immune system of the epithelium or antigen pre-
senting cells are shown in the boxes. (IL: interleukin; IFN-γ: Interferon-γ). 

combinant proteins randomly derived
from the microbiota (see Preliminary
Data). Although S-IgA responses were
detected to many of these proteins, no
serum IgG or systemic T-cell response
was identified to any of them in normal
C3H mice, nor was there any evidence of
immune tolerance to them (Konrad et al., 
2003), similar to the results of 
Macpherson. Thus, the concept is 
emerging that there is a mucosal com-
partmentation of immune interactions
with the microbial flora in normal hosts 
(Becker et al., 2003; Uhlig and Powrie,
2003), which effectively avoids inflam-
mation or activation of systemic T-cells
or B-cells. In colitic mice this innate 
pathway is subverted and microbial-re-
active T-cells and IgG B-cells are acti-
vated to a set of immunodominant anti-
gens of the microbiota. Microbial flag-
ellins form a substantial fraction of this 
small number of immunodominant anti-
gens, perhaps because they act as both 

adjuvant and antigen. It is well known
that the innate immune system activates
and thus directs the T-cell response to
vaccine antigens (Bendelac and Medz-
hitov, 2002) and the same is likely true
for endogenous priming to antigens of
the microbiota (Kapsenberg, 2003).
The epithelium forms an important part
of the host innate immune response to
the microbiota, and it has been hy-
pothesised that defects in the epithelium
might result in IBD. Indeed, there are
several mouse models where this ap-
pears to be the case, the most compelling
of which is the multidrug resistance gene
1 alpha knockout (mdr1a-/-) mouse. The 
mdr1a-/- gene encodes the P-glycoprotein
transport protein that is expressed in the
epithelium and in some lymphoid cells.
Deficiency of this gene in mice results in
colitis. Interestingly, bone marrow 
chimeras have demonstrated that colitis 
develops in mice that have an mdr1a-/--
deficient epithelium but a normal bone 
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marrow compartment (Panwala et al.,
1998). Although an abnormality of the
epithelium appears to be the primary
abnormality, this epithelial abnormality
translates somehow into a pathogenic
CD4 T-cell effector response to the mi-
crobiota and it is these T-cells that di-
rectly mediate the colitis. A single nu-
cleotide polymorphism of the mdr1a 
gene has been linked to ulcerative colitis
in humans (Ho et al., 2003). In addition, 
two recent reports have identified 
epithelial related genes causing
susceptibility to IBD. The OCTN1 
cation transporter gene on Chr.5 was
linked to Crohn’s disease (Peltekova et 
al., 2004), and the DLG5 gene on 
Chr.10, which encodes a scaffolding
protein involved in maintenance of
epithelial integrity, was linked to IBD
(Stoll et al., 2004). Interestingly, the
OCTN1 gene appears to interact with the
CARD15/NOD2 gene previously identi-
fied as a major susceptibility gene for
Crohn’s disease (Hugot et al., 2001).
The epithelium is now recognised as a
crucial component of the innate immune
system and as such likely directs the
adaptive immune response but the 
detailed mechanisms involved in how 
this happens remain undefined.

There are certain genes that are im-
portant in innate immune interactions
with the microbiota, including the 
STAT3 transcription factor expressed in
myeloid cells (Kobayashi et al., 2003; 

Welte et al., 2003) and PPARg (Kelly et 
al., 2004) (Figure 1). Kobayshi et al. 
(2003) have shown recently in mice with 
a myeloid cell-specific deletion of 
STAT3 that LPS stimulation of IL-
12p40 via TLR4 on innate immune cells
then induces a vigorous Th1 response
and IBD. An important concept that is
arising from recent data is that genetic
defects that impair the innate immune
system's ability to deal with the micro-
bial flora can result in a more vigorous
adaptive immune response to them and
thus lead to inflammation. Supporting
this concept is the discovery that a loss
of function mutation in the NOD2/
CARD15 PRR in humans results in 
susceptibility to Crohn's disease (Bonen 
et al., 2003). This mutation is likely to
impair the innate immune response to as
yet undefined microbes. We have recent
data that indicates that the innate immune 
response to TLR ligands is impaired in
colitis-susceptible C3H/HeJBir mice as
compared to the more colitis-resistant 
C57BL/6 strain. Moreover, a colitis sus-
ceptibility gene locus on Chr3, Cdcs1
(Farmer et al., 2001), appears to regulate
the innate immune response to TLR
ligands as well as the CD4+ T-cell 
response to microbial antigens. These
data support the notion that impaired
innate immune responses to the micro-
bial flora may be a common pathogenic
factor in both experimental and human
IBD. 

CONCLUSION
 

The inflammatory bowel diseases are
complex disorders with genetic, immune,
and environmental components that in-
teract to generate disease. In the past
decade, many experimental models have
been generated that have allowed in-
sights into these various components.
Data from these models has shown that 
a dysregulated immune response to the
enteric microbial flora can result in IBD. 

Studies in humans are converging with
what has been learned in mouse models. 
For example, the CARD15/NOD2 sus-
ceptibility gene for Crohn’s disease is a
bacterial pattern recognition receptor.
This report has focused on this ‘bacte-
rial connection’, particularly the recent
identification of flagellins as dominant
antigens of the microbial flora that 
stimulate adaptive immune responses in 
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multiple mouse models and in patients tions to IBD will expand substantially in
with Crohn’s disease. We expect our the near future. 
knowledge about these bacterial connec-

LITERATURE 

Akira, S. and Hemmi, H.: Recognition of 
pathogen-associated molecular patterns by
TLR family. Immunol. Lett. 85, 85-95 
(2003).

Asseman, C., Mauze, S., Leach, M.W., 
Coffman, R.L., and Powrie, F.: An essen-
tial role for interleukin 10 in the function of 
regulatory T cells that inhibit intestinal in-
flammation. J. Exp. Med. 190, 995-1004
(1999).

Barton, G.M. and Medzhitov, R.: Toll-like re-
ceptor signaling pathways. Science 300,
1524-1525 (2003).

Becker, C., Wirtz, S., Blessing, M., Pirhonen,
J., Strand, D., Bechthold, O., Frick, J., 
Galle, P.R., Autenrieth, I., and Neurath, 
M.F.: Constitutive p40 promoter activation
and IL-23 production in the terminal ileum
mediated by dendritic cells. J. Clin. Invest.
112, 693-706 (2003).

Bendelac, A. and Medzhitov, R.: Adjuvants of
immunity: Harnessing innate immunity to
promote adaptive immunity. J. Exp. Med.
195, 19-23 (2002).

Bonen, D.K., Ogura, Y., Nicolae, D.L., Ino-
hara, N., Saab, L., Tanabe, T., Chen, F.F., 
Foster, S.J., Duerr, R.H., Brant, S.R., 
Cho, J.H., and Nunez, G.: Crohn's disease-
associated NOD2 variants share a signaling
defect in response to lipopolysaccharide and
peptidoglycan. Gastroenterology 124, 140-
146 (2003).

Brandwein, S.L., McCabe, R.P., Cong, Y.,
Waites, K.B., Ridwan, B.U., Dean, P.A., 
Ohkusa, T., Birkenmeier, E.H., Sundberg,
J.P., and Elson, C.O.: Spontaneously coli-
tic C3H/HeJBir mice demonstrate selective
antibody reactivity to antigens of the enteric
bacterial flora. J. Immunol. 159, 44-52 
(1997).

Cario, E. and Podolsky, D.K.: Differential al-
teration in intestinal epithelial cell expres-
sion of toll-like receptor 3 (TLR3) and
TLR4 in inflammatory bowel disease. In-
fect. Immun. 68, 7010-7017 (2000).

Cario, E., Rosenberg, I.M., Brandwein, S.L., 

Beck, P.L., Reinecker, H.C., and Podolsky,
D.K.: Lipopolysaccharide activates distinct
signaling pathways in intestinal epithelial
cell lines expressing Toll-like receptors. J.
Immunol. 164, 966-972 (2000).

Cebra, J.J.: Influences of microbiota on intesti-
nal immune system development. Am. J.
Clin. Nutr. 69, 1046S-1051S (1999).

Cong, Y., Brandwein, S.L., McCabe, R.P.,
Lazenby, A., Birkenmeier, E.H., Sundberg,
J.P., and Elson, C.O.: CD4+ T cells reac-
tive to enteric bacterial antigens in sponta-
neously colitic C3H/HeJBir mice: Increased
T helper cell type 1 response and ability to
transfer disease. J. Exp. Med. 187, 855-864
(1998).

Cong, Y., Weaver, C.T., Lazenby, A., and El-
son, C.O.: Colitis induced by enteric bacte-
rial antigen-specific CD4+ T cells requires
CD40-CD40 ligand interactions for a sus-
tained increase in mucosal IL-12. J. Immu-
nol. 165, 2173-2182 (2000).

Cong, Y., Weaver, C.T., Lazenby, A., and El-
son, C.O.: Bacterial-reactive T regulatory
cells inhibit pathogenic immune responses
to the enteric flora. J. Immunol. 169, 6112-
6119 (2002).

das Gracas Luna, M., Sardella, F.F., and Fer-
reira, L.C.: Salmonella flagellin fused with
a linear epitope of colonization factor anti-
gen I (CFA/I) can prime antibody responses
against homologous and heterologous fim-
briae of enterotoxigenic Escherichia coli. 
Res. Microbiol. 151, 575-582 (2000).

Eaves-Pyles, T.D., Wong, H.R., Odoms, K.,
and Pyles, R.B.: Salmonella flagellin-de-
pendent proinflammatory responses are lo-
calized to the conserved amino and carboxyl
regions of the protein. J. Immunol. 167,
7009-7016 (2001a).

Eaves-Pyles, T., Murthy, K., Liaudet, L., Vi-
rag, L., Ross, G., Soriano, F.G., Szabo,
C., and Salzman, A.L.: Flagellin, a novel
mediator of Salmonella-induced epithelial
activation and systemic inflammation: I
kappa B alpha degradation, induction of 

19 



nitric oxide synthase, induction of proin-
flammatory mediators, and cardiovascular
dysfunction. J. Immunol. 166, 1248-1260
(2001b).

Elson, C.O. and Weaver, C.T.: Experimental
mouse models of inflammatory bowel dis-
ease: New insights into pathogenic mecha-
nisms. In: Inflammatory bowel disease: 
From bench to bedside. (Targan, S.R., Sha-
nahan, F., and Karp, L.C., Eds.). Kluwer
Academic Publishers, Dordrecht. 67-99 
(2003).

Farmer, M.A., Sundberg, J.P., Bristol, I.J.,
Churchill, G.A., Li, R., Elson, C.O., and 
Leiter, E.H.: A major quantitative trait lo-
cus on chromosome 3 controls colitis sever-
ity in IL-10-deficient mice. Proc. Natl. 
Acad. Sci. USA 98, 13820-13825 (2001).

Girardin, S.E., Boneca, I.G., Viala, J., Cha-
maillard, M., Labigne, A., Thomas, G.,
Philpott, D.J., and Sansonetti, P.J.: Nod2
is a general sensor of peptidoglycan through
muramyl dipeptide (MDP) detection. J. 
Biol. Chem. 278, 8869-8872 (2003).

Groux, H., O'Garra, A., Bigler, M., Rouleau,
M., Antonenko, S., de Vries, J.E., and 
Roncarolo, M.G.: A CD4+ T-cell subset 
inhibits antigen-specific T-cell responses
and prevents colitis. Nature 389, 737-742
(1997).

Hayashi, F., Smith, K.D., Ozinsky, A., Hawn,
T.R., Yi, E.C., Goodlett, D.R., Eng, J.K.,
Akira, S., Underhill, D.M., and Aderem, 
A.: The innate immune response to 
bacterial flagellin is mediated by Toll-like
receptor 5. Nature 410, 1099-1103 (2001).

Hirschfeld, M., Weis, J.J., Toshchakov, V., 
Salkowski, C.A., Cody, M.J., Ward, D.C.,
Qureshi, N., Michalek, S.M., and Vogel,
S.N.: Signaling by toll-like receptor 2 and
4 agonists results in differential gene
expression in murine macrophages. Infect.
Immun. 69, 1477-1482 (2001).

Ho, G.T., Moodie, F.M., and Satsangi, J.:
Multidrug resistance 1 gene (P-glycoprotein
170): An important determinant in gastro-
intestinal disease? Gut 52, 759-766 (2003).

Hooper, L.V. and Gordon, J.I.: Commensal 
host-bacterial relationships in the gut. Sci-
ence 292, 1115-1118 (2001).

Hooper, L.V., Wong, M.H., Thelin, A., Hans-
son, L., Falk, P.G., and Gordon, J.I.: Mo-
lecular analysis of commensal host-micro-
bial relationships in the intestine. Science 

291, 881-884 (2001).
Hugot, J.P., Chamaillard, M., Zouali, H., 

Lesage, S., Cezard, J.P., Belaiche, J., 
Almer, S., Tysk, C., O'Morain, C.A., Gas-
sull, M., Binder, V., Finkel, Y., Cortot, 
A., Modigliani, R., Laurent-Puig, P.,
Gower-Rousseau, C., Macry, J., Colombel,
J.F., Sahbatou, M., and Thomas, G.: 
Association of NOD2 leucine-rich repeat
variants with susceptibility to Crohn's 
disease. Nature 411, 599-603 (2001).

Inohara, N., Ogura, Y., Fontalba, A., 
Gutierrez, O., Pons, F., Crespo, J., Fukase,
K., Inamura, S., Kusumoto, S., Hashi-
moto, M., Foster, S.J., Moran, A.P., 
Fernandez-Luna, J.L., and Nunez, G.: Host 
recognition of bacterial muramyl dipeptide
mediated through NOD2: Implications for
Crohn's disease. J. Biol. Chem. 5509-5512 
(2003).

Janeway, C.A., Jr. and Medzhitov, R.: Innate
immune recognition. Annu. Rev. Immunol.
20, 197-216 (2002).

Kapsenberg, M.L.: Dendritic-cell control of
pathogen-driven T-cell polarization. Nat.
Rev. Immunol. 3, 984-993 (2003).

Kelly, D., Campbell, J.I., King, T.P., Grant,
G., Jansson, E.A., Coutts, A.G., Petters-
son, S., and Conway, S.: Commensal an-
aerobic gut bacteria attenuate inflammation
by regulating nuclear-cytoplasmic shuttling
of PPAR-gamma and RelA. Nat. Immunol.
5, 104-112 (2004).

Klaasen, H.L., van der Heijden, P.J., Stok, W.,
Poelma, F.G., Koopman, J.P., van den 
Brink, M.E., Bakker, M.H., Eling, W.M.,
and Beynen, A.C.: Apathogenic, intestinal,
segmented, filamentous bacteria stimulate
the mucosal immune system of mice. In-
fect. Immun. 61, 303-306 (1993).

Kobayashi, M., Kweon, M.N., Kuwata, H.,
Schreiber, R.D., Kiyono, H., Takeda, K.,
and Akira, S.: Toll-like receptor-dependent
production of IL-12p40 causes chronic en-
terocolitis in myeloid cell-specific Stat3-de-
ficient mice. J. Clin. Invest. 111, 1297-
1308 (2003).

Konrad, A., Cong, Y., Duck, W., and Elson,
C.O.: The dominant immune response to
intestinal bacterial antigens is ignorance,
rather than tolerance. Gastroenterology 124,
A60 (2003).

Lodes, M.J., Cong, Y., Elson, C.O., Moha-
math, R., Landers, C.J., Targan, S.R., 

20 



 

Fort, M., and Hershberg, R.M.: Bacterial 
flagellin is a dominant antigen in Crohn
disease. J. Clin. Invest. 113, 1296-1306 
(2004).

Macpherson, A.J., Gatto, D., Sainsbury, E.,
Harriman, G.R., Hengartner, H., and Zink-
ernagel, R.M.: A primitive T cell-independ-
ent mechanism of intestinal mucosal IgA
responses to commensal bacteria. Science
288, 2222-2226 (2000).

Macpherson, A.J. and Uhr, T. Induction of pro-
tective IgA by intestinal dendritic cells car-
rying commensal bacteria. Science 303,
1662-1665 (2004).

McSorley, S.J., Cookson, B.T., and Jenkins,
M.K.: Characterization of CD4+ T cell re-
sponses during natural infection with Sal-
monella typhimurium. J. Immunol. 164, 
986-993 (2000).

McSorley, S.J., Ehst, B.D., Yu, Y., and Ge-
wirtz, A.T.: Bacterial flagellin is an effec-
tive adjuvant for CD4+ T cells in vivo. J. 
Immunol. 169, 3914-3919 (2002).

Ortega-Cava, C.F., Ishihara, S., Rumi, M.A.,
Kawashima, K., Ishimura, N., Kazumori, 
H., Udagawa, J., Kadowaki, Y., and Kino-
shita, Y.: Strategic compartmentalization of
Toll-like receptor 4 in the mouse gut. J. 
Immunol. 170, 3977-3985 (2003).

Panwala, C.M., Jones, J.C., and Viney, J.L.:
A novel model of inflammatory bowel dis-
ease: Mice deficient for the multiple drug
resistance gene, mdr1a, spontaneously de-
velop colitis. J. Immunol. 161, 5733-5744
(1998).

Peltekova, V.D., Wintle, R.F., Rubin, L.A., 
Amos, C.I., Huang, Q., Gu, X., Newman,
B., Oene, M.V., Cescon, D., Greenberg,
G., Griffiths, A.M., St George-Hyslop,
P.H., and Siminovitch, K.A.: Functional 
variants of OCTN cation transporter genes
are associated with Crohn disease. Nat. 
Genet. 36, 471-475 (2004).

Re, F. and Strominger, J.L.: Toll-like receptor
2 (TLR2) and TLR4 differentially activate
human dendritic cells. J. Biol. Chem. 276, 
37692-37699 (2001).

Samatey, F.A., Imada, K., Nagashima, S.,
Vonderviszt, F., Kumasaka, T., Yamamoto, 
M., and Namba, K.: Structure of the bacte-
rial flagellar protofilament and implications
for a switch for supercoiling. Nature 410,
331-337 (2001).

Smith, K.D., Andersen-Nissen, E., Hayashi, 

F., Strobe, K., Bergman, M.A., Barrett,
S.L., Cookson, B.T., and Aderem, A.: 
Toll-like receptor 5 recognizes a conserved
site on flagellin required for protofilament
formation and bacterial motility. Nat. 
Immunol. 4, 1247-1253 (2003).

Stoll, M., Corneliussen, B., Costello, C.M., 
Waetzig, G.H., Mellgard, B., Koch, W.A.,
Rosenstiel, P., Albrecht, M., Croucher, 
P.J., Seegert, D., Nikolaus, S., Hampe, J.,
Lengauer, T., Pierrou, S., Foelsch, U.R.,
Mathew, C.G., Lagerstrom-Fermer, M., and
Schreiber, S.: Genetic variation in DLG5 is 
associated with inflammatory bowel disease.
Nat. Genet. 36, 476-480 (2004).

Sundberg, J.P., Elson, C.O., Bedigian, H., and
Birkenmeier, E.H.: Spontaneous, heritable
colitis in a new substrain of C3H/HeJ mice.
Gastroenterology 107, 1726-1735 (1994).

Takeuchi, O., Hoshino, K., Kawai, T., Sanjo,
H., Takada, H., Ogawa, T., Takeda, K., and
Akira, S.: Differential roles of TLR2 and 
TLR4 in recognition of gram-negative and
gram-positive bacterial cell wall compo-
nents. Immunity 11, 443-451 (1999).

Uhlig, H.H. and Powrie, F.: Dendritic cells and
the intestinal bacterial flora: A role for lo-
calized mucosal immune responses. J. Clin.
Invest. 112, 648-651 (2003).

Umesaki, Y., Okada, Y., Matsumoto, S., Ima-
oka, A., and Setoyama, H.: Segmented fil-
amentous bacteria are indigenous intestinal
bacteria that activate intraepithelial lym-
phocytes and induce MHC class II mole-
cules and fucosyl asialo GM1 glycolipids
on the small intestinal epithelial cells in the
ex-germ-free mouse. Microbiol. Immunol.
39, 555-562 (1995).

Underhill, D.M. and Ozinsky, A.: Toll-like 
receptors: Key mediators of microbe detec-
tion. Curr. Opin. Immunol. 14, 103-110
(2002).

Welte, T., Zhang, S.S., Wang, T., Zhang, Z.,
Hesslein, D.G., Yin, Z., Kano, A., Iwa-
moto, Y., Li, E., Craft, J.E., Bothwell, 
A.L., Fikrig, E., Koni, P.A., Flavell, 
R.A., and Fu, X.Y.: STAT3 deletion during
hematopoiesis causes Crohn's disease-like
pathogenesis and lethality: A critical role of
STAT3 in innate immunity. Proc. Natl. 
Acad. Sci. USA 100, 1879-1884 (2003).

Winstanley, C. and Morgan, J.A.: The bacterial
flagellin gene as a biomarker for detection,
population genetics and epidemiological 

21 



 

analysis. Microbiology 143 (Pt 10), 3071-
3084 (1997).


Xu, J., Bjursell, M.K., Himrod, J., Deng, S.,

Carmichael, L.K., Chiang, H.C., Hooper,

L.V., and Gordon, J.I.: A genomic view of

the human-Bacteroides thetaiotaomicron
 
symbiosis. Science 299, 2074-2076 (2003).
 

Yoshimura, A., Lien, E., Ingalls, R.R.,

Tuomanen, E., Dziarski, R., and Golen-
bock, D.: Cutting edge: Recognition of

Gram-positive bacterial cell wall compo-
nents by the innate immune system occurs

via Toll-like receptor 2. J. Immunol. 163,

1-5 (1999).
 

22 




